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<400> 1 

atgcaggcgc gctactccgt gtccagcccc aacticctgg gagtggtgcc ctacctcggc 60 

ggcgagcaga gctactaccg cgcggcggcc gcggdggccg ggggcggcta caccgccatg 12 0 

ccggccccca tgagcgtgta ctcgcaccct gcgcafcgccg agcagtaccc gggcggcatg 180 

gcccgcgcct acgggcccta cacgccgcag ccgcaijccca aggacatggt gaagccgccc 240 

tatagctaca tcgcgctcat caccatggcc atccadaacg ccccggacaa gaagatcacc 300 

ctgaacggca tctaccagtt catcatggac cgcttctcct tctaccggga caacaagcag 360 

ggctggcaga acagcatccg ccacaacctc tcgctckacg agtgcttcgt caaggtgccg 420 

cgcgacgaca agaagccggg caagggcagc tactggacgc tggacccgga ctcctacaac 480 

atgttcgaga acggcagctt cctgcggcgg cggcggdbct tcaagaagaa ggacgcgttg 540 

aaggacaagg aggagaagga caggctgcac ctcaaggkgc cgcccccgcc cggcgccagc 600 

ccccgcccgg cgccgccgga gcaggccgac ggcaacgfcgc ccggtccgca gccgccgccc 660 

gtgcgcatcc aggacatcaa gaccgagaac ggtacgtdcc cctcgccgcc ccagcccctg 720 

tccccggccg ccgccttggg cagcggcagc gccgccgcgg tgcccaagat cgagagcccc 780 

gacagcagca gcagcagcct gtccagcggg agcagcccfcc cgggcagcct gccgtcggcg 84 0 

cggccgctca gcctggacgg tgcggattcc gcgccgccic cgcccgcgcc ctccgccccg 900 

ccgccgcacc atagccaggg cttcagcgtg gacaacatda tgacgtcgct gcgggggtcg 960 

ccgcagagcg cggccgcgga gctcagctcc ggccttctgb cctcggcggc cgcgtcctcg 102 0 

cgcgcgggga tcgcaccccc gctggcgctc ggcgcctact cgcccggcca gagctccctc 1080 

tacagctccc cctgcagcca gacctccagc gcgggcagcti cgggcggcgg cggcggcggc 1140 

gcgggggccg cggggggcgc gggcggcgcc gggacctacc\ actgcaacct gcaagccatg 1200 

agcctgtacg cggccggcga gcgcgggggc cacttgcaggl gcgcgcccgg gggcgcgggc 1260 

ggctcggccg tggacgaccc cctgcccgac tactctctgc jctccggtcac cagcagcagc 1320 
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* 



tcgtcgtccc 


tgagtcacgg 


cggcggcc 




ggcggcggcg 


ggggaggcca 


ggaggccggc 


1380 


caccaccctg 


cggcccacca 


aggccgcJ 


:tc 


acctcgtggt 


acctgaacca 


ggcgggcgga 


1440 


gacctgggcc 


acttggcgag 


cgcggcgc 


rcg 


gcggcggcgg 


ccgcaggcta 


cccgggccag 


1500 


cagcagaact 


tccactcggt 


gcgggagc 


r 9 


ttcgagtcac 


agaggatcgg 


cttgaacaac 


1560 


tctccagtga 


acgggaatag 


tagctgtc 


laa 


atggccttcc 


cttccagcca 


gtctctgtac 


1620 


cgcacgtccg 


gagctttcgt 


ctacgact 


tet 


agcaagtttt 


ga 




1662 



<210> 2 
<211> 553 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Gin Ala Arg Tyr Ser Val Ser tSer Pro Asn 

1 5 \ 10 

Pro Tyr Leu Gly Gly Glu Gin Ser ^yr Tyr Arg 
20 

Ala Gly Gly Gly Tyr Thr Ala Met E^ro Ala Pro 

35 40 
His Pro Ala His Ala Glu Gin Tyr P^o Gly Gly 

50 55 
Gly Pro Tyr Thr Pro Gin Pro Gin Prlo Lys Asp 
65 70 1 75 

Tyr Ser Tyr lie Ala Leu lie Thr Met Ala lie 

85 I 90 

Lys Lys lie Thr Leu Asn Gly lie Ty^ Gin Phe 

100 10! 
Pro Phe Tyr Arg Asp Asn Lys Gin Gly\ Trp Gin 

115 120 
Asn Leu Ser Leu Asn Glu Cys Phe Val \Lys Val 

130 135 
Lys Pro Gly Lys Gly Ser Tyr Trp Thr Leu Asp 
145 150 \ 155 

Met Phe Glu Asn Gly Ser Phe Leu Arg Arg Arg 

165 W0 
Lys Asp Ala Leu Lys Asp Lys Glu Glu Lys Asp 

180 185 
Glu Pro Pro Pro Pro Gly Ala Ser Pro Ar^ Pro 

195 200 
Ala Asp Gly Asn Ala Pro Gly Pro Gin Prc^ Pro 

210 215 
Asp lie Lys Thr Glu Asn Gly Thr Cys Pro\Ser 
225 230 \235 

Ser Pro Ala Ala Ala Leu Gly Ser Gly Ser 1^1 a 

245 250 
lie Glu Ser Pro Asp Ser Ser Ser Ser Ser I}eu 

260 265 
Pro Pro Gly Ser Leu Pro Ser Ala Arg Pro L^u 

275 280 
Asp Ser Ala Pro Pro Pro Pro Ala Pro Ser AHl^a 
290 295 



Ser Leu Gly 
Ala 
Met 



Met 

60 

Met 

Gin 

He 

Asn 

Pro 
140 
Pro 

Arg 

Arg 

Ala 

Pro 
220 
Pro 

Ala 

Ser 

Ser 

Pro 
300 



Ala Ala 

30 
Ser Val 
45 

Ala Arg 

Val Lys 

Asn Ala 

Met Asp 
110 
Ser He 
125 

Arg Asp 

Asp Ser 

Arg Phe 

Leu His 
190 
Pro Pro 
205 

Val Arg 

Pro Gin 

Ala Val 

Ser Gly 
270 
Leu Asp 
285 

Pro Pro 



Val Val 
15 

Ala Ala 

Tyr Ser 

Ala Tyr 

Pro Pro 
80 

Pro Asp 
95 

Arg Phe 

Arg His 

Asp Lys 

Tyr Asn 
160 
Lys Lys 
175 

Leu Lys 

Glu Gin 

He Gin 

Pro Leu 
240 
Pro Lys 
255 

Ser Ser 
Gly Ala 
His His 
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• 



Ser Gin Gly Phe Ser Val Asp Asn lie Met Thr Ser Leu Arg Gly Ser 
305 310 315 320 

Pro Gin Ser Ala Ala Ala Glu Leu Ser Ser Gly Leu Leu Ala Ser Ala 

325 330 335 

Ala Ala Ser Ser Arg Wla Gly lie Ala Pro Pro Leu Ala Leu Gly Ala 

340 I 345 350 

Tyr Ser Pro Gly Gin £er Ser Leu Tyr Ser Ser Pro Cys Ser Gin Thr 

355 I 360 365 

Ser Ser Ala Gly Ser Ser Gly Gly Gly Gly Gly Gly Ala Gly Ala Ala 

370 I 375 380 

Gly Gly Ala Gly Gly £Jla Gly Thr Tyr His Cys Asn Leu Gin Ala Met 
385 3BQ 395 400 

Ser Leu Tyr Ala Ala GLy Glu Arg Gly Gly His Leu Gin Gly Ala Pro 

405 1 410 415 

Gly Gly Ala Gly Gly Sar Ala Val Asp Asp Pro Leu Pro Asp Tyr Ser 

420 1 425 430 

Leu Pro Pro Val Thr Sejr Ser Ser Ser Ser Ser Leu Ser His Gly Gly 

435 I 440 445 

Gly Gly Gly Gly Gly Git Gly Gly Gin Glu Ala Gly His His Pro Ala 

450 f 455 460 

Ala His Gin Gly Arg Let Thr Ser Trp Tyr Leu Asn Gin Ala Gly Gly 
465 474) 475 480 

Asp Leu Gly His Leu Ala Ser Ala Ala Ala Ala Ala Ala Ala Ala Gly 

485 1 490 495 

Tyr Pro Gly Gin Gin Gln\ Asn Phe His Ser Val Arg Glu Met Phe Glu 

500 \ 505 510 

Ser Gin Arg lie Gly Leu \ Asn Asn Ser Pro Val Asn Gly Asn Ser Ser 

515 \ 520 525 

Cys Gin Met Ala Phe Pro Eer Ser Gin Ser Leu Tyr Arg Thr Ser Gly 

530 535 540 

Ala Phe Val Tyr Asp Cys aer Lys Phe 



545 



550 



<210> 3 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<400> 3 
agtaaataaa ca 
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<210> 4 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<400> 4 
agtaaacaaa ca 
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<210> 5 
<211> 20 
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< 2 1 2 > I DNA 
<213>lHomo sapiens 



<400> 15 
gcttcattcc ^aatcaccag 



20 




<210> 
<211> ko 
<212> 3$)NA 
<213> Homo sapiens 

<400> 6) 
gtcccctccc tcdaactatc 
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